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CdSeES

11 GLY HN-34 PHE HE1 |
68 ARG HA-75 ARG HD1
9 ILEHD11-32 TYR HD2

67 PHE HE2-75 ARG HB1 Y
9 ILE HG21-32 TYR HD2[
60 LEU HG-62 ARG HG1
59 LEU HG-95 LYS HNEEGGD
25 LEU HG-32 TYR HE2[

73 ASP HA-77 ASN HD21
38 LYS HN-39 LYS HE2
66 THR HA-69 LYS HNIEEGE

71 PRO HB1-74 VAL HG21 [
73 AsP HB1-74 VAL HBEGNR

74 VALHG11-75 ARG HAES
62 ARG HA-67 PHE HB2INEGG
66 THR HB-67 PHE HNIEEN

62 ARG HA-67 PHE HD1 |G

73 ASP HB1-74 VAL HG21 I

61 ASN HD21-66 THR HEIIG

98 VAL HG21-105 LEU HGIES

72 GLU HA-75 ARG HB1 |G

7 VALHG21-100 GLU HNIGS

weak - violation fraction:0.04

70 LEU HB1-74 VAL HE e
71 PRO HG1-74 VAL HEEN
70 LEU HN-70 LEU HB2
69 LYS HB1-70 LEU HNEES

medium - violation fraction:0.03

strong - violation fraction:0
0 1 2

violations(A deviation)




