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CdSeES

24 TRP Hz3-114 TYR HD1
9 ILEHD11-97 PRO HD1
70 LEU HB1-75 ARG HG1 [

65 THR HA-68 ARG HB1

73 ASP HA-77 AsSN HD21 [

72 GLU HA-75 ARG HB1

50 PHE HE2-98 VAL HG11
66 THRHG21-93 MET HNE

61 ASN HB1-95 LYS HAR
21 ALA HB1-97 PRO HD1

59 LEU HN-60 LEU HGEGG
70 LEU HN-75 ARG HD1 |
17 THR HG21-97 PrO HD2
68 ARG HA-75 ARG HD1 N

66 THR HA-69 LYS HNNEG

weak - violation fraction:0.03

medium - violation fraction:0.01

97 PRO 0-108 GLy  HN
106 MET 0-99 Lew r

strong - violation fraction:0.05
0 0.5 1 1.5

violations(A deviation)




