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CdSeES

27 THR HN-74 GLY HN
27 THR HG21-29 SER HN
28 VAL HA-73 GLU HA
28 VAL HA-73 GLU HGT
27 THR HB-75 PRO HA

61 ILE HA-72 LEU HG
28 VALHG11-73 GLU HBT

59 VAL HG21-75 PRO HD1
28 VAL HA-73 GLU HBT
26 PHE HZ-73 GLU HB1
27 THR HB-76 THR HA

59 VALHG11-73 GLU HN
62 GLU HN-71 THR HB

26 PHE HD1-28 VAL HG21
26 PHE HA-27 THR HB
40 PHE HN-41 ILE HG21
60 HIS HN-73 GLU HGT

62 GLU HN-72 LEUHD11
60 HIS HB2-73 GLU HB2

weak - violation fraction:0.03

28 VALHG21-73 GLU HGT

medium - violation fraction:0.01

strong - violation fraction:0
1 2

violations(A deviation)
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