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CdSeES

94 ILE HA-97 LYS HG2 I
28 GLN HA-31 ALA HN I
43 LEU HD11-55 LEU HD21
30 GLU HA-33 HIs HE2
43 LEU HA-46 VAL HE
39 ARG HN-74 ILE HD11
29 GLN HA-32 Lys HG1 NG
25 ASP HA-28 GLN HB' [N
27 ALA HA-30 GLU HG2 I
61 VAL HB-62 LYs HG1 NG
38 MET HA-42 ILE HNI
43 LEU HB1-47 LEU HD2'1
38 MET HA-41 SER HB1 GGG
42 ILE HG21-46 vAL HAIN
29 GLN HA-32 LYys HB'1
41 SER HB1-44 ALA HB1 S
25 ASP HA-29 GLN HG' IS
92 ILE HB-95 LEU HD2'1
44 ALA HB1-45 GLN HG1 NG
42 ILE HG21-74 ILE HNINEGE
26 ALA HA-29 GLN HG1 NG
37 GLU HA-41 SER HNIIEGS
46 VAL HN-44 ALA HNIINEGEGE
33 HIS HE1-37 GLU HG1 N
41 SER HB2-44 ALA HB1 I
38 MET HA-38 MET HE1 [N
40 ASN HA-43 LEU HD2'1
30 GLU HB1-32 Lys KNGS
35 GLU HB1-36 ALA HB1 N

48 ASP HB1-85 LYS HB1 N
weak - violation fraction:0.04

22 ASP HA-23 PRO HD2
28 GLN HA-31 ALA HB1 I

42 ILE HG21-46 VAL HG11
medium - violation fraction:0.03

strong - violation fraction:0
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