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CdSeES

28 GLN HA-32 LYS HBT
28 GLN HA-31 ALA HN
29 GLN HA-32 LYS HG1

34 ARG HA-38 MET HN

25 ASP HA-29 GLN HGT

27 ALA HA-30 GLU HG2

30 GLU HA-33 HIS HB2

31 ALA HA-34 ARG HB1-
A0 ASN HA-43 LEU HB1-

69 VAL HA-72 TYR HAJ
a6 VAL HB-47 LEU HD21 [
104 LYS HB1-105 THR HG21 [N
43 LEU HD21-70 GLU HG1 |
43 LEU HD11-70 GLU HB2 |
48 AsP HN-87 SER HAJEN
37 GLU HA-40 AsN HB2|R
87 SER HN-90 GLY HA2[
48 AsP HN-86 VAL HE[I
72 TYR HB2-94 ILE HG21 [
weak - violation fraction:0.03
28 GLN HA-31 ALA HB1
27 ALA HA-30 GLU HB1 |

medium - violation fraction:0.02

strong - violation fraction:0
0 1 2 3

violations(A deviation)



