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cases

19 VAL HA-49 THR HE N,

17 GLU HA-47 GLN HN=
17 GLU HB1-47 GLN HGZ=
30 ASP HA-33 SER HB1=
30 ASP HA-33 SER H82=
17 GLU HA-47 GLN HB1=
34 LYS HA-37 GLN HB1=
20 PHE HN-51 LYS HN=
24 ILE HD11-32 LYS HE2=
24 ILEHD11-32 LYS HD1=
34 LYS HA-37 GLN HG’I=
18 LEU HB1-48 VAL HGZ1=
20 PHE HZ-66 ILE HGZ’I=
20 PHE HE1-66 ILE HD11=

[
20 PHE HE1-70 ILE HD11
.

100 LEU HD11-105 GLU HA N

—
26 GLN HA-29 LEU HD11
]
29 LEU HD11-69 GLN HB1 N
I
35 GLN HA-38 GLN HN N
I
31 THR HG21-35 GLN HN
.
15 THRHG21-17 GLU HA N
I
22 SER HB1-52 ARG HA NS
—
71 LEU HB1-97 PHE HET .
I
74 MET HG1-77 ILE HG21 .
[
/4 MET HE1-97 PHE HB1 N——.
O
36 ILE HG21-46 VAL HE N
[
39 TRP HD1-42 LYS HD1

—
37 GLN HA-77 ILE HD11 n—

T
18 LEU HB2-48 VAL HG21 .
I

49 THR HG21-88 ARG HD1 N
e

41 GLU HG1-77 ILE HD11 -
I

/5 PRO HGZ-76 ASP HNImm
I

31 THR HA-34 LYS HGZ .
[E—

24 |[LE HGZ21-28 ASP HEBE1 NS
[

33 SER HG-70 ILE HA NS
—

18 LEU HD11-20 PHE HD1 n——.
[
18 LEU HB2-48 VAL HAN—S

—
34 LYS HA-38 GLN HN -
[ —
82 SER HB1-94 MET HET .
[E—
36 ILEHD11-97 PHE HD1 .

[
16 LYS HGZ-44 TYR HD1 .

20 PHE HE1-48 VAL HGZT -

I
36 ILE HD11-46 VAL HG11 .
|
22 SER HA-50 ILE HGZ1 s
I
29 LEU HD11-70 ILE HGTT N
[
22 SER HA-66 ILE HD11 N

I
49 THR HG21-92 ALA HBT .

strong - violation fraction:0
0 1 2 3

violations(A deviation)

4



