General Glycine (Symmetric)
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cases

35 VALHG1T1-37 GLU HGZ .
——

35 VAL HA-65 LEU HAN—
-

20 GLY HA1T-42 VAL HGZT .
|
34 HIS HN-65 LEU HA N
e ———
34 HIS HN-68 ASP HNN.

[
36 LEU HD21-38 LYS HEBT s
E
41 LYS HB2-43 PHE HET N

35 VAL HB-43 PHE HN=
38 LYS HN-43 PHE HD1=
29 LEU HB2-33 ALA HN=
21 ALA HA-42 VAL HG‘I1=

—
/73 TYR HE1-97 LYS HN—

[
38 LYS HD1-43 PHE HET s
[
65 LEU HB1-74 TRP HES N

e

25 PRO HB1-26 ASP HA NS
I

64 LEU HD21-100 ALA HN
[

37 GLU HG1-42 VAL HA N
—

64 LEU HDZ21-73 TYR HBZ s

—
27 SER HA-91 LEU HD21

/)
106 LYS HA-109 GLU HA NS
| —
23 VAL HG21-35 VAL HN N

—
95 PRO HB1-96 SER HA N
[
64 LEU HA-75 ILE HG11
]
74 TRP HB2-92 GLU HN
[
72 ARG HD1-74 TRP HZ2 s

———
81 ARG HA-82 VAL HE N

I
29 LEU HA-33 ALA HN——
I

64 LEU HD21-65 LEU HBZ .
I

34 HIS HD2-37 GLU HN I
O

41 LYS HB1-43 PHE HET
[ I

43 PHE HBZ-64 LEU HEZ NN
[

62 LEU HD11-75 ILE HDT1 n—
——

74 TRP HA-94 MET HB1——
[
127 LYS HA-127 LYS HDT——
[

weak - violation fraction:0.07
I
35 VAL HB-63 GLN HEZ s

—————————————————
35 VAL HB-42 VAL HGT1
e
102 GLU HA-105 MET HET N
|
36 LEU HD11-64 LEU HD11

e——
37 GLU HA-42 VAL HA N

I
35 VAL HA-65 LEU HDZ27 s
| E—
36 LEU HA-36 LEU HD271 s

I
43 PHE HA-116 TRP HZ2Z .

e ——
35 VALHG11-44 SER HB1 .

E—
| |
strong - violation fraction:0.17

0 1 2
violations(A deviation)

medium - violation fraction:0.1




