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CdSeES

72 ARG HD1-74 TRP HZ2[
73 TYR HB1-97 LYys HANN
105 MET HG1-116 TRP HE1 [N
74 TRP HE1-91 LEU HG

72 ARG HD2-74 TRP HH2 |
74 TRP HA-94 MET He1 [
72 ARG HN-72 ARG HG2[
64 LEU HA-75 ILE HG11 [
25 PRO HB1-26 ASP HAEE
81 ARG HA-82 VAL HE
75 ILEHG11-76 PHE HN|
28 GLY HA2-91 LEU HD11 [
127 LYS HA-127 LYS HD1
62 LEU HD21-77 ARG HG1
53 VAL HN-54 LYS HB1

73 TYR HE1-97 LYS HN

weak - violation fraction:0.02

41 LYS HA-41 LYs HO2
50 VAL HG21-51 ASP HN

medium - violation fraction:0.02

strong - violation fraction:0
0 0.5 1 1.5

violations(A deviation)



