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CdSeES

I ——
116 TRP HD1-117 HIS HNN

|

41 LYS HB2-116 TRP HZ2 NN
[
35 VALHG11-43 PHE HANNEEN
[
113 GLY HAZ-127 LYS HGZ N
I
43 PHE HB2-64 LEU HBZ NN

106 LYS HA-109 GLU HA NS
]

42 VALHG11-44 SER HA NN
I

41 LYS HG1-117 HIS HE1 .
[

115 ALA HB1-118 SER HN NS
I

44 SER HA-64 LEU HNINGN
]

129 TYR HD1-130 PRO HGZ NN
A

107 LEU HD21-110 GLU HNN.
I

57 ASN HEB2-82 VAL HERNEN
[

45 ALA HN-62 LEU HA NS
I

95 PRO HB1-96 SER HANEEN
.

46 THR HG21-61 LYS HBZ N
I

102 GLU HG1-103 HIS HNINNS
I

49 LEU HD21-127 LYS HANEES

weak - violation fraction:0.04
]
23 VAL HB-35 VAL HG11 e
|

47 LEU HD21-108 TYR HET NN
[

126 LYS HN-125 PRO HDZ NS

strong - violation fraction:0
0 1 2 3

violations(A deviation)



