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CdSeES

56 ALA HB1-58 VAL HNEE
45 GLU HB2-46 ASP HNEEEEEEE
74 LEUHD11-97 Lys HARNE
74 LEUHD11-75 GLU HAJ
96 ARG HA-99 ARG HG1 N
78 ASN HB1-79 GLU HANNEEEEEE
19 LEU HD21-92 GLN HE21 [
34 TRP HA-44 VAL HGT1 [
45 GLU HG1-48 THR HNEEE
41 VALHG11-53 SER HAEE
72 Asp HB2-73 GLY HAT

45 GLU HG1-47 SER HA
74 LEU HD11-97 LYS HN
17 LEUHD11-96 ARG HAJNEEEEE
19 LEU HA-95 VAL HG21

17 LEUHD11-99 ARG HE[

weak - violation fraction:0.02

35 GLN Ha44 vaL Ho21 [
94 LEU HB2-95 VAL HG21 [
49 AsP HB1-86 THR HG21

medium - violation fraction:0.02

strong - violation fraction:0
0 0.2 0.4 0.6 0.8

violations(A deviation)



