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CdSeES

/3 ARG HGZ2-103 GLY HAZ2

40 LEU HG-41 THR HN

17 LEU HB2-50 CYS HBT

10 PRO HA-12 SER HN

70 ALA HB1-71 ASN HB2

57 VAL HG21-64 MET HGT

50 CYS HB2-75 VAL HN

17 LEU HG-18 THR HN

12 SER HN-14 MET HG1

72 ILE HA-73 ARG HB2

weak - violation fraction:0.01

54 LYS HA-57 VAL HB
medium - violation fraction:0.01

strong - violation fraction:0
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