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CdSeES

53 LEU HD21-103 LEU HDZ21

55 ARG HG2Z-64 ILE HD11-

51 PRO HA-54 LEU HB1-
75 CYS HB2-45 TYR HD1-
98 VAL HN-100 SER HA-
64 ILEHD11-55 ARG HA-

74 ASN HB2-45 TYR HE1-

weak - violation fraction:0.04

50 THR HN-53 LEU HBE_
74 ASN HB1-45 TYR HE1_

59 5ER N-55 ARG D-

104 LYS N-45 TYR D-
100 SER HA-97 GLN HE21-

58 PHE HD1-54 LEU HA-

medium - violation fraction:0.05

98 VAL HN-98 VAL HGZ1-

strong - violation fraction:0.07
0 1 2 3

violations(A deviation)



