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CdSeES

117 Leu. HN-42 His HD2 [

117 LEU HD21-93 PHE HD1 [
59 PRO HD1-60 ALA HB1 [
117 LEU HD11-115 ALA HB1 [
79 ILEHD11-79 ILE HN
117 LEU HD21-44 VAL HG21 [
62 VAL HB-61 LYS HN

118 VAL HG21-119 GLN HE21 [

weak - violation fraction:0.02
41 VALHG21-78 PRO HG1 [
62 VAL HB-63 GLN
41 VAL HB-41 VAL
127 VAL HB-128 TYR
115 ALA HA-79 ILE
66 VAL HB-67 ASP

127 VAL HN-127 VAL HE[
105 TYR HB1-105 TYR HN|NEGEGGE
88 GLN HB2-88 GLN HNNNEG

medium - violation fraction:0.04

strong - violation fraction:0
0 0.5 1

violations(A deviation)



