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CdSeES

I ——
4 TYR HE1-13 SER HBEZ .

e ————————————————————
91 THR HA-100 PHE HEZ N——
I
3 ASP HB1-4 TYR HD T
D ——————————————————
4 TYR HEZ2-89 VAL HN N

42 TYR HD1-56 TYR HEBZ

———

75 ALA HN-92 HIS HN
I

45 TYR HE1-45 TYR HA N

—
56 TYR HE1-87 ALA HBT .
e
3 ASP HN-4 TYR HD1 s
I
38 TYR HD1-60 PRO HDZ .
———
59 TRP HE1-59 TRP HZ3 .

I
54 SER HA-56 TYR HN .

—
4 TYR HN-10 CYS HAN———
I

95 ALA HA-101 VAL HGZ1 .
46 GLU HGZ-100 PHE HN/m——
.

14 SER HBZ-15 ASP HN s
-

36 ASN HB2-38 TYR HEZ NS
.

75 ALA HB1-92 HIS HEZm
.

48 PHE HZ-101 VAL HEE

6 CYS HA-103 CYS HAN——
I

36 ASN HB1-38 TYR HEZ .
——
38 TYR HA-39 PRO HA NS
—

28 GLU HB1-29 ASP HNNES
.

6 CYS HN-11 TYR HEZ -

90 ILE HA-102 GLU HA NS
I

9 ASN HB1-11 TYR HE1 -
e

6 CYS HB2-11 TYR HET -
.

strong - violation fraction:0.1
0 2 4

violations(A deviation)




