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Glycine (Symmetric)
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CdSeES

11 TYR HE1-63 SER HBZ N—

I
11 TYR HE1-63 SER HN
I
45 TYR HE1-45 TYR HANEEN
e
38 TYR HD1-59 TRP HA NN
]
50 PHE HN-52 VAL HNSSSSES
I
77 ARG HG2-92 HIS HDZ NN
I
6 CYS HB2-91 THR HEN
[
36 ASN HB2-38 TYR HEZ NN
R
91 THR HN-102 GLU HANSN
I
54 SER HB1-55 PRO HANEES
.
61 ILEHG21-76 ASP HB1 NN
—
57 TYR HN-81 ASN HNINGEGS
N
59 TRP HZ2-68 TYR HNINEE
e
61 ILE HN-76 ASP HB2Z NS
.
95 ALA HA-101 VAL HG21 e

weak - violation fraction:0.07
——
36 ASN HB1-38 TYR HEZ N

I
83 ASN HN-83 ASN HDZ22 s
e
28 GLU HB1-29 ASP HNINEEN
[—
6 CYS HA-103 CYS HANEN
]
55 PRO HD1-82 GLU HB2 Sl
=
medium - violation fraction:0.05
I
42 TYR HA-43 ASN HN IS
.
strong - violation fraction:0.05
0 1 2 3 4

violations(A deviation)



