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CaSes

11 TYR HE1-63 SER HBZ=
92 HIS HN-100 PHE HE2=
42 TYR HD1-56 TYR HBZ=

38 TYR HD1-60 PRO HD2=

—
38 TYR HD1-59 TRP HA N
e ———
91 THR HN-102 GLU HAN—————

I
36 ASN HBZ2-38 TYR HEZnnm———.
I

91 THR HN-100 PHE HB1 n—
I
44 ASN HB1-50 PHE HDT n———

et

98 ASN HD22-100 PHE HZn——m
.

75 ALA HN-92 HIS HN -
.

4 TYR HA-104 THR HN m———

.
38 TYR HB2-39 PRO HA——=

e
91 THR HA-93 THR HN m—
83 ASN HD22-84 ASN HDZ21

.
95 ALA HN-97 GLY HN——.
I

32 THR HA-39 PRO HD1mem
-

56 TYR HE1-87 ALA HBE1mm
L

weak - violation fraction:0.08
]
36 ASN HB1-38 TYR HEZ s
I
75 ALA HA-92 HIS HDZ s
]

90 ILE HB-91 THR HN n———

I
45 TYR HN-46 GLU HN -

.
28 GLU HB1-29 ASP HNmmm

I

55 PRO HB1-55 PRO HD2=

83 ASN HN-83 ASN HD2Zmmm

6 CYS HBZ2-11 TYR HE1
I

101 VAL HB-102 GLU HN=
79 VAL HB-88 GLY HN=
strong - violation fraction:0.1

0 2 4
violations(A deviation)



