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CdSeES

11 TYR HE1-63 SER HB2[
56 TYR HD1-81 ASN HE1[NEGN
38 TYR HD1-60 PRO HD2
42 TYR HD1-56 TYR HE2
11 TYR HE1-63 SER HN
38 TYR HD1-59 TRP HAE
45 TYR HE1-45 TYR HANNEGS
52 VALHG21-56 TYR HE1 G
50 PHE HN-52 VAL HNIEGGE
59 TRP HE1-59 TRP HZ3
83 ASN HD22-84 ASN HD21 N
54 SER HB1-55 PRO HANIEE
95 ALA HB1-99 ASN HB1 GG
48 PHE Hz-102 GLU HNIEGEGS
33 VAL HB-34 GLY HNIS
32 THR HA-39 PRO HD1
98 ASN HD22-100 PHE HZIR
80 PHE HB1-85 GLN HNIIEN
75 ALA HB1-77 ARG HG1
weak - violation fraction:0.04

6 CYS HN-11 TYR HE2
36 ASN HB1-38 TYR HE2[
83 ASN HN-83 ASN HD22[

38 TYR HA-39 PRO HANN

6 CYS HA-103 cYs HAE

44 ASN HD21-47 GLY HNIIEE

55 PRO HB1-55 PRO HD2

29 ASP HN-31 GLU HNI

28 GLU HB1-29 ASP HNI

medium - violation fraction:0.04
42 TYR HA-43 ASN HNIIEE
102 GLU HA-103 cys HNIGS
strong - violation fraction:0.03
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