General
—
I .*_H-
D - r--. a
(=] .t
= o ‘.._'.‘-
i:‘,'.-:f
& _..1-‘
= LN
=1
s
] | |
-a0 1] af
i
Proline
2 [
=]
= o
D e
=1
] | ]
-a0 a0

= o

Glycine (Symmetric)

o
(=]
= 2
D e
9 " .
| | |
~a0 [a] ad
i
Pre-Proline
[= -
(=]
= o
D e
@
] | ]
=[] (1] o
i




Cases

11 TYR HE1-63 SER HBEZ N

/5 ALA HN-92 HIS HN=
56 TYR HD1-81 ASN HB1=

61 ILE HB-78 VAL HN=
16 VAL HG11-78 VAL HB=

4 TYR HE1-13 SER HBE=

4 TYR HEZ2-89 VAL HN=

e ——
4 TYR HA-104 THR HN s

]
38 TYR HD1-59 TRP HA N
I
4 TYR HD1-15 ASP HN N
L ——,

36 ASN HBZ2-38 TYR HEZ s
e ——

59 TRP HE1-59 TRP HZ3 s
—
16 VAL HA-19 ALA HB1

I

13 SER HA-16 VAL HN——
I

48 PHE HZ-102 GLU HN n————

I
14 SER HBZ-15 ASP HN i

I
32 THR HA-39 PRO HDT1n———
I
44 ASN HB2-47 GLY HNm—

]
38 TYR HB2-39 PRO HA NS
—
59 TRP HN-79 VAL HANES
I
12 SER HBZ-15 ASP HN .
I
61 ILE HG11-62 LEU HN -
I
9 ASN HB2-11 TYR HET .

weak - violation fraction:0.1
]
6 CYS HA-103 CYS HANaaae
|
76 ASP HA-91 THR HANEE——

—
3 ASP HN-12 SER HA N
]

83 ASN HN-83 ASN HDZZ s
————

11 TYR HD1-11 TYR HANS——
——

45 TYR HN-46 GLU HN I——
e —
9 ASN HN-9 ASN HEZ

I
55 PRO HB1-55 PRO HDZ =
I

86 LEU HG-88 GLY HN—
—

90 ILE HB-91 THR HN -
]

85 GLN HA-85 GLN HG1 .

9 ASN HE1-11 TYR HET .
]

13 SER HA-15 SER HEBE1 -
e

79 VAL HB-88 GLY HN——.

I
0 1 2 3 4

violations(A deviation)

strong - violation fraction:0.1



