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24 SER HB1-97 PRO HAe
17 GLY HA1-97 PRO HAEE
15 GLY HA2-23 TYR HD1
4 GLU HN-120 GLU HAE

34 GLY HA1-119 ARG HD1
39 PHE HE1-96 ILE HD11 [
39 PHE HD1-96 ILE HD11

26 LEU HD21-97 PRO HD1

134 ASP HB1-255 LEU HD11 D

3 LEUHD21-119 ARG HND

124 PHE HB2-242 VAL HANGGS

5 LYS HA-117 GLN HNIEGGS
20 THR HB-95 GLU HB1 N
weak - violation fraction:0.01

133 GLU HN-133 GLU HB1 |
16 VAL HA-24 SER HN
125 VAL HA-243 Lys HB1 G
125 VAL HN-125 VAL HE[
116 ASN HN-116 ASN HB2 N
4 GLU 0-117 GLN NG
123 TYR HA-240 SER HB2[N
117 GLN HG2-118 ASN HN
133 GLU HA-138 LEU HANS
medium - violation fraction:0.02

70 LYS 0-96 ILE HNIGS

126 VAL HN-243 LYs O

6 THR HN-115 LEU O

strong - violation fraction:0.02
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