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CdSeES

4 GLU HN-120 GLU HA

141 ALA HB1-263 LEU HD21

175 VAL HG11-176 LEU HG

33 GLU HGZ-118 ASN HN

127 GLU HA-143 PRO HB1

235 LEU HD21-246 PHE HZ

weak - violation fraction:0

123 TYR HA-240 SER HB2

125 VAL HA-243 LYS HBT

117 GLN HGZ2-118 ASN HN

3 LEU HN-3 LEU HB2

244 GLY HN-246 PHE HE1

118 ASN HN-118 ASN HBT

medium - violation fraction:0.01

124 PHE HN-241 PRO O

124 PHE 0-243 LYS HN

130 ILE HN-141 ALA O

129 PRO HA-142 GLU HA
130 ILE 0O-1417 ALA HN

strong - violation fraction:0.04

:
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