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Glycine (Symmetric)
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CdSeES

6 THR HB-86 ASN HB1 |

26 LEU HD21-97 PRO HD1 [
7 VAL HN-31 GLU HN
104 TRP HE1-176 LEU HD21 [

20 THR HB-95 GLU HB1
72 VALHG11-96 ILE HD11

7 VALHG21-29 HIS HARS
110 ILE HA-113 ASN HB1 |

weak - violation fraction:0.01

125 VAL HA-243 LYS HB1
71 THR HB-96 ILE HBEE
16 VAL HA-24 SER HNS

125 VAL HN-125 VAL HBEN

116 ASN HN-116 ASN HB2

70 LYS N-94 ASN O

medium - violation fraction:0.01

70 LS 0-96 ILE HN
126 VAL HN-243 Lys O

strong - violation fraction:0.01
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violations(A deviation)




