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CdSeES

12 LYS HA-13 ILE HGT1 -

|
44 ALA HB1-55 HIS HE2 .
I
42 ALA HB1-57 VAL HNIs
I
33 GLN HG1-44 ALA HB1 s
I
46 LEU HD11-56 MET HB1 s
L
37 GLN HB2-44 ALA HNIS
[
40 THR HB-56 MET HB2 s
I
37 GLN HE22-43 PRO HANS
T
90 THR HB-109 ARG HB1 IS
I
54 PHE HD1-56 MET HG1 S
O
108 GLY HN-111 ILE HD11
[E—
90 THR HN-109 ARG HB1 IS
I
109 ARG HA-111 ILE HD11
.
94 THR HN-105 CYS HB1 S
[
60 ASN HN-60 ASN HD2Z s
I
47 GLU HN-48 ALA HANEES
I
100 GLY HA1-101 GLU HG1 s
|
11 CYS HB1-111 ILE HG21 e
[
12 LYS HG1-109 ARG HD1

weak - violation fraction:0.02
e
42 ALA HB1-57 VAL HANS
I
44 ALA HB1-56 MET HB1 S

strong - violation fraction:0
0 0.5 1 1.5

violations(A deviation)



