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e ———————————————————————
113 ALA HA-116 GLU HGT

——
45 THR HB-55 HIS HDZ N——
e —————

37 GLN HE2Z2-43 PRO HANa——
I

54 PHE HD1-56 MET HGT s
]
40 THR HB-56 MET HEZ s

—————
90 THR HN-110 GLY HAT N
e ——
45 THR HG21-47 GLU HGT .

e
56 MET HE1-57 VAL HA N
—

80 PHE HET-126 TYR HET N
]
37 GLN HB1-44 ALA HET s
]
37 GLN HE21-45 PRO HA N

e ——
124 GLN HB2-125 ARG HGT s
——
100 GLY HAZ-101 GLU HGZ s

—
80 PHE HE1-126 TYR HD' s
e ——

57 VAL HGZ21-126 TYR HE1 s
|

14 THR HA-15 LEU HGH——
]

8 ILE HG21-87 HIS HEZ s

e ——
57 VAL HB-60 ASN HET s

I

39 PHE HD1-56 MET HET s
—

11 CYS HN-111 ILE HE N
—

$ 40 THR HA-42 ALA HET s
e

% 15 LEU HD11-106 MET HGZ
—

125 ARG HB2-126 TYR HE1
I

114 PRO HG1-115 GLU HN n————
I

32 THR HB-46 LEU HDZ27 s
]

11 CYS HBT-111 ILE HG2T I
I

89 ALA HA-110 GLY HAT N
——

55 HIS HE1-60 ASN HA N
[

14 THR HN-15 LEU HG————

33 GLN HB1-45 THR HAN—————
—

34 GLU HA-37 GLN HGT N
.

13 ILEHG11-111 ILE HB N——
—

80 PHE HZ-118 ARG HGZ .
e

96 ILE HA-97 ASP HBZ s
O

33 GLN HG1-45 THR HG21 naa——
I

38 ALA HE1-134 THR HA NI
/]

25 GLU HN-28 ARG HDT

9 PRO HGZ-114 PRO HD1T .
——

10 THR HG21-110 GLY HAZ N
—,

37 GLN HA-44 ALA HEBE7T s

|

42 ALA HA-43 PRO HD1 .
| ——

10 THR HA-1T CYS HN
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