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CdSeES

weak - violation fraction:0.02

medium - violation fraction:0

15 GLY HA2-97 LEU HD11

17 THR HA-63 GLN HB2

17 THR HB-97 LEU HD11

15 GLY HA1-97 LEU HD21

16 LYS HA-97 LEU HD21

87 LYS HG2-93 LEU HN

50 HIS HET-53 THR HG21T

53 THR HB-55 HIS HB1

37 GLN HG1-42 LEU HN

53 THR HB-55 HIS HD2

41 ASP HB2-65 MET HBT

17 THR HG21-97 LEU HA

96 ASP HN-19 PHE O

strong - violation fraction:0.17
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