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CdSeS

I —
37 GLN HA-42 LEU HGHm

42 LEU HG-64 PHE HD1=
42 LEU HB1-45 VAL HG11=
42 LEU HA-65 MET HG1=
43 LYS HB2-65 MET HG1=
44 TYR HE1-61 PHE HB1=
44 TYR HE1-63 GLN HE32=
36 LEU HD21-39 PHE HD1=

43 LYS HN-65 MET HG1=
39 PHE HB1-64 PHE HE1=

36 LEU HB1-64 PHE H2=
18 VAL HG21-36 LEU HD‘I1=

45 VAL HB-62 ALA HA N

50 HIS HET-53 THR HG2T s
e
17 THR HG21-44 TYR HET .
I
68 GLU HA-71 GLN HN N——
——
43 LYS HD1-65 MET HGT
——
36 LEUHD11-64 PHE HZ .
I
44 TYR HN-63 GLN HN
e
50 HIS HDZ-55 HIS HET———
I
20 ILE HG11-32 LEU HD1T 1 i———
I
49 LEU HB2-54 GLU HANS———
]
20 ILEHD11-36 LEU HG————
e
66 THR HB-68 GLU HB1 .
e
43 LYS HB1-63 GLN HBT .
e
31 ALA HA-35 VAL HN -
I
32 LEU HA-36 LEU HN n——
I
35 VALHG11-36 LEU HG—
e
41 ASP HB1-65 MET HGT -
I
20 [LE HB-32 LEU HD11—
e
46 ARG HB2-61 PHE HBZ
e
15 GLY HAT-97 LEU HD217 .

weak - violation fraction:0.08
|
41 ASP HB2-65 MET HB 1 I s
I

17 THR HA-63 GLN HA -

strong - violation fraction:0
0 1 2 3

violations(A deviation)




