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Glycine (Symmetric)
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CdSeES

28 GLN HA-78 ARG HN

72 CYS HA-77 TYR HN

20 LEU HB2-30 TRP HN

21 GLN HA-29 TYR HA

74 GLU HG1-76 LYS HZ1

20 LEU HN-29 TYR HBZ2

/1 TRP HH2-77 TYR HET

20 LEU HN-32 VAL HG21

63 ASP HA-65 ARG HGT

weak - violation fraction:0.01

52 THR HN-52 THR HG21

59 LEU HA-59 LEU HD21

medium - violation fraction:0.01

strong - violation fraction:0

0 1 p
violations(A deviation)



