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45 ASP HB1-65 LEU HDZ21 .
——
66 LYS HE1-74 TRP HAN—
E
48 VAL HG21-74 TRP HHZ -
I
64 ALA HB1-66 LYS HET H—
R
66 LYS HG1-74 TRP HD1
R
46 CYS HN-66 LYS HN—
I
15 LEU HD21-74 TRP HZ3 I
I
46 CYS HG-68 ARG HANN-
[
74 TRP HB2-76 GLU HN N
e
66 LYS HE2-74 TRP HD1 .
—
46 CYS HN-68 ARG HNI—
I
63 THRHG21-78 LEU HN N
[
66 LYS HN-74 TRP HE1 N
———
45 ASP HA-68 ARG HNINEGEGGs
I
66 LYS HB2-74 TRP HE1 NG
I
49 GLN HA-62 GLN HB2Z
T
119 SER HB1-120 VAL HA N
O
62 GLN HA-63 THR HG21 I
O
33 LEU HA-34 GLU HB1
I
33 LEU HB2-63 THR HG21 I
I
48 VAL HN-63 THR HGT .

98 THR HG21-108 ALA HBT .
I
67 LYS HN-68 ARG HN N
[
45 ASP HA-67 LYS HANEEEN
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