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CdSeES

95 THR HG21-110 GLU HEBEZ

93 THR HG21-110 GLU HBZ

86 GLU HA-87 LEU HBI1

110 GLU HN-110 GLU HG2

96 LEU HN-110 GLU HA

109 GLY HA2-132 THR HA

110 GLU HA-130 LEU HD21

93 THRHG21-110 GLU HGT

109 GLY HA1-130 LEU HBZ

35 ALA HA-36 VAL HGT11

52 VAL HB-80 LEU HG

47 TYR HB2-65 LEU HG

33 LEU HA-34 GLU HBI1

110 GLU HN-130 LEU HA

110 GLU HN-130 LEU HBZ2

weak - violation fraction:0.02

67 LYS HN-68 ARG HN

59 VAL HG21-81 PRQO HD1T

medium - violation fraction:0.01

strong - violation fraction:0
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