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CdSeES

30 VAL HB-76 LEU HB2 s
29 THR HA-77 ARG HB1 s
8 THR HN-23 VAL HNIINNG e
43 ILEHD11-97 ARG HENNS
29 THR HG21-75 ASN HB2 I
76 LEU HD11-77 ARG HNIINEGN
24 ASP HN-28 ILE HG21 S
74 PRO HG1-75 ASN HB1 IS
8 THR HG21-9 MET HANIIGNS
78 ILEHD11-83 LEU HB2
26 PRO HA-78 ILE HG21
63 SER HA-66 LEU HB2 S
44 PRO HD1-47 ASN HB1 NG
77 ARG HG1-79 SER HNIIEGNNNNS
29 THR HA-77 ARG HG1 NG
77 ARG HN-77 ARG HD1
30 VAL HG11-71 MET HG1 NG
58 LEU HN-58 LEU HGHIINEGEGS
25 GLY HA1-27 HIS HNIEEEES
44 PRO HA-45 ILE HG12 GG
98 THR HG21-99 ILE HNIIEGS
76 LEU HG-80 SER HNIIEGS
73 ASP HN-74 PRO HD1 N
42 GLN HB1-98 THR HNIIIEGE
55 ASN HA-58 LEU HGIIGS
8 THR HA-85 HIS HE1 NG
73 ASP HB2-76 LEU HAIIEIEGES
29 THR HN-77 ARG HAIIEGES
weak - violation fraction:0.03
30 VALHG11-76 LEU HGHENEa—,
29 THR HA-77 ARG HANEEN
30 VAL HG11-78 ILE HG21 I
30 VAL HB-74 PRO HANNES
76 LEU HD11-80 SER HB1 NS
66 LEU HA-66 LEU HD21 I
28 ILE HD11-33 LEU HB1 I
77 ARG HB2-77 ARG HD1 I
8 THR HG21-23 VAL HG21 I

medium - violation fraction:0.05

strong - violation fraction:0
0 0.5 1 1.5

violations(A deviation)




