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CdSeES

74 PRO HG1-75 ASN HB1 .
31 SER HB2-74 PRO HB1 N

29 THR HN-77 ARG
73 ASP HB2-76 LEU

27 HIS HD2-28 ILE
65 PHE HN-66 LEU

89 VALHG21-90 TYR HA
20 ARG HN-41 LEU HDZ21
30 VAL HG11-71 MET HG1

37 ILE HA-41 LEU HD11

29 THR HA-77 ARG HB1
44 PRO HB1-47 ASN HB1

58 LEU HN-58 LEU HGEEES
55 ASN HA-58 LEU HGIEEEES

51 SER HA-71 MET HG2

41 LEU HA-42 GLN HG2

77 ARG HG1-79 SER HNEE

29 THR HN-32 GLN HB1

73 ASP HN-74 PRO HD1

73 ASP HA-74 PRO HGZ2EES

13 ARG HD2-90 TYR HE1
weak - violation fraction:0.03

30 VAL HB-74 PRO HA
30 VALHG21-71 MET HE1
30 VAL HG11-71 MET HE1

66 LEU HN-66 LEU HGEE

30 VAL HG11-78 ILE HG21
19 GLU HA-19 GLU HG2E
76 LEU HD11-80 SER HB1
66 LEU HA-66 LEU HD21
28 ILEHD11-33 LEU HB1
29 THR HA-77 ARG HAE
58 LEU HA-58 LEU HD21

97 ARG HN-97 ARG HG2

medium - violation fraction:0.06

strong - violation fraction:0
0 0.5 1

1.5

violations(A deviation)



