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CdSeES

63 GLY HN-66 HIS HD2

64 LEU HA-67 VAL HB

9 ALA HB1-67 VALHGITT

11 PHE HN-67 VALHGTT

67 VAL HG21-69 GLU HN

67 VAL HA-127 PHE HBI1

101 PRO HG2-117 CYS HA

64 LEU HD11-67 VAL HG11

67 VALHG21-68 THR HA

11 PHE HB1-67 VAL HGI11T

11 PHE HB1-65 LYS HG1

9 ALA HB1-68 THR HA

125 MET HB1-128 SER HN

59 VAL HG21-118 CYS HB2

67 VALHG11-69 GLU HGI1

65 LYS HN-66 HIS HB2

33 THR HG21-69 GLU HG2
weak - violation fraction:0.01

65 LYS HN-65 LYS HG1

100 VAL HA-101 PRO HA
medium - violation fraction:0.01

strong - violation fraction:0
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