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CdSeES

77 LEU HG-81 HIS HN

26 ALA HA-29 ALA HBT

77 LEU HG-81 HIS HET

29 ALA HB1-30 ARG HD1

104 SER HB1-106 PRO HG1

104 S5ER HB1-106 PRO HB1

weak - violation fraction:0.01

medium - violation fraction:0

strong - violation fraction:0
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