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CdSeES

35 THR HA-58 GLY HNm

I ——
33 TRP HE1-34 ILE HNNE.
D
16 GLN HA-19 GLU HN N
T
33 TRP HB1-133 LYS HGZ N
I
31 VAL HB-34 ILE HNNN
e
122 MET HN-123 LEU HGESEEN
-
39 THR HA-40 TRP HE3 NN
—
38 ARG HA-54 GLU HN s
I
135 ILE HA-138 PHE HBE1 NS
.
138 PHE HA-141 ARG HB1 N
I
39 THR HA-52 ASP HNNGSS
.
T MET HB1-2 HIS HN N
I
36 GLY HAZ-56 GLN HEZ NS

83 LEU HN-91 LEU HN N,
.

129 ARG HN-129 ARG HGZ IS

19 GLU HA-22 GLY HN N
[

17 LEU HN-17 LEU HGH
I

119 LEU HN-119 LEU HBZ NN
I

119 LEU HA-122 MET HB1 IS
I

16 GLN HN-16 GLN HBZ NS
.

I
15 ASP HN-15 ASP HB1 I

N
strong - violation fraction:0.07
0 T

violations(A deviation)

medium - violation fraction:0.05
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