o | FLEd
(=] a
EN=R .
R
o | ;
=1
] | |
-a0 1] af
i
Proline
[= -
=]
= o
D-
=1
] | ]
-a0 a0

= o

Glycine (Symmetric)

-80 a oo

i
Pre-Proline
] | ]
=[] (1] o
i




CdSeES

318 GLN HN-447 ASP HA

375 VAL HN-374 PHE HD1

321 GLU HN-445 LEU HG

387 ASN HD22-375 VAL HG21

344 ASP HN-342 LEU HG

369 SER HB1-370 LEU HG

weak - violation fraction:0.01

349 GLY HAZ-344 ASP HB2

medium - violation fraction:0.01

342 LEU HN-342 LEU HG
447 ASP HN-447 ASP HB1

strong - violation fraction:0.02
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