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medium - violation fraction:0.02

130 TYR HA-143 LEU HB1

80 THR HN-84 GLN HN

109 ILEHG11-110 TYR HD1

53 ASN HD21-115 THR HB

130 TYR HE1-144 PRO HGT

132 ASN HB1-145 SER HB1

weak - violation fraction:0.01

108 ASN HA-115 THR HA

103 SER HB1-104 LEU HG

85 PHE HD1-84 GLN HB1

62 VAL HB-62 VAL HN

140 ARG HA-141 PRO HDZ

143 LEU HB1-144 PRO HDZ2

143 LEU HB1-143 LEU HN

114 CYS HA-58 VALHGTT

strong - violation fraction:0.08
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