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CdSeES

17 GLN HB1-33 TRP HZ2
77 PHE Hz-33 TRP HZ2 [
20 GLN HB2-33 TRP HH2
78 HIS HN-17 GLN HA

20 GLN HB1-33 TRP HH2
25 TYR HD1-26 LEU HN
47 TYR HB2-99 LEU HB1
9 LEU HG-10 LEU HNIGS
33 TRP HB2-77 PHE HZ

47 TYR HA-67 LEU HD21 [

78 HIS HA-64 GLN HB1 N

43 ILE HN-41 PHE HD1

weak - violation fraction:0.06

30 ARG HG1-27 MET HB1 [
78 HIS HB1-16 ARG HG1 |
57 PRO HG2-64 GLN HNEE

27 MET HG2-29 GLU HB'1 |
104 LYS HA-105 ARG HNEE
63 ILE HG12-79 PHE HD1

medium - violation fraction:0.07

27 MET HG1-28 ALA HN

strong - violation fraction:0.1
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