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CdSeES

96 ALA HA-100 ASN HN

34 HIS HB1-39 LYS HBT

94 GLU HA-97 ALA HBI1

95 VAL HG21-99 ILE HD11

93 PRO HB1-97 ALA HB1

19 LEU HB1-33 LEU HD11

1017 LEU HA-103 HIS HBT

20 TYR HN-38 VAL HB

7 ALA HN-8 VAL HA

38 VALHG11-94 GLU HGT

34 HIS HB2-39 LYS HBI1

55 LEU HG-83 ILE HG12

30 ILE HG11-33 LEU HG

weak - violation fraction:0.01
medium - violation fraction:0

strong - violation fraction:0
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