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CdSeES

12 ILE HB-17 ARG HBT

16 ILE HD11-48 PHE HE1
41 LEU HG-42 S5ER HA
/7 SER HA-40 ILE HG21
4 ASN HB1-38 HIS HE1

10 MET HB1-42 SER HBT
8 LYS HB1-42 SER HB1
7 SER HB1-11 GLU HA

8 LYS HB1-42 SER HB2

8 LYS HD1-9 GLN HE22
38 HIS HN-54 ILE HG21
/1 TYR HE1-74 ILE HG11T
45 PRO HB2-46 GLN HBZ2

weak - violation fraction:0.02

13 THR OG1-16 ILE N

3 MET HA-37 PRO HGI1
medium - violation fraction:0.04
39 ILE HN-4 ASN O

6 THR HN-39 ILE O

471 LEU HN-7 SER 0OG

39 ILE HA-52 ALA HA

4 ASN HN-37 PRO O

strong - violation fraction:0.26
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