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CdSeES

20 ASP HA-23 ASN HB1 —"

R
24 PHE HA-27 LYS HNIINNEGG
I
81 VAL HB-104 LEU HB1 S
I
22 LYS HA-25 GLU HADS
]
25 GLU HB1-45 TYR HE1 S
I
76 GLU HN-76 GLU HG2 S
L
64 LEU HG-65 LEU HNIS
[
80 TYR HB1-81 VAL HG11
I
20 ASP HA-23 ASN HD21
[
21 LEU HG-49 LEU HD11
[
122 ASP HB2-123 LYS HNIIEGNS
I
28 PHE HB1-41 THR HG21
I
98 LEU HN-98 LEU HD21 S
I
115 LYS HA-118 GLU HNIGS
]
98 LEU HN-98 LEU HGHIEGS
]
68 LEU HA-71 LYS HB1 S
I
123 LYS HB2-124 ALA HNIE

|
weak - violation fraction:0.04
]

120 LEU HN-120 LEU HGHIS
I

74 LYS HB2-75 GLU HNINE

strong - violation fraction:0
0 0.5 1 1.5

violations(A deviation)



